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A. Positions and Honors.

Previous positions

1983-1990

NH&MRC research officer - Queensland Institute of Medical Research (QIMR).

1991-1993

NH&MRC R. D. Wright Fellow - QIMR
1994-1997

NH&MRC Research Fellow - QIMR
1998-2001

NH&MRC Senior Research Fellow - QIMR
2002-2006


NH&MRC Principal Research Fellow - QIMR

Honours

· NHMRC Senior Principal Research Fellowship 2007- current

· NHMRC Principal Research Fellowship 2002- current

· NHMRC Senior Research Fellowship 1998-2001.

· NHMRC Research Fellowship 1994-1997.

· NHMRC R. D. Wright Fellowship 1991-1993.

· Beckman-QIMR Young Scientist Award 1991.

· Commonwealth Postgraduate PhD Scholarship 1981-1983.

B.
Selected peer-reviewed publications in the field of melanoma during the past 10 years (in chronological order - from a total of 180 articles).
1. Zuo, L., Weger, J., Yang, Q., Goldstein AM., Tucker, MA., Walker, GJ, Hayward, NK. and Dracopoli, NC. (1996). Germline mutations in the p16INK4a binding domain of CDK4 in familial melanoma. Nature Genet. 12: 97-99.
2. van Elsas, A., Zerp, S., van der Flier, S., Kruse-Wolters, M., Aarnoudese, C., Hayward, N.K., Ruiter, D.J., and Schrier, P.I. (1996). N-ras oncogene point mutations induced by sun exposure in primary human cutaneous melanoma. Am. J. Pathol. 149: 883-893.
3. Flores JF, Walker GJ, Glendening J.M., Haluska F.G., Castresana J.S., Rubio M-P., Pastorfide, G.C., Boyer, L.S., Kao, W.H., Bulyk, M.L., Barnhill, R.L., Hayward, N.K., Housman, D. E. and Fountain, J.W. (1996). Loss of the p16INK4a and p15INK4B genes, as well as neighboring 9p21 markers, in sporadic melanoma. Cancer Res. 56: 5023-5032
4. Flores, J.F., Pollock, P., Walker, G.J., Glendening, J.M., Lin, A., Palmer, J. M., Walters, M. K., Hayward, N.K., and Fountain, J.W. (1997). Analysis of the CDKN2A, CDKN2B and CDK4 genes in 48 Australian melanoma kindreds. Oncogene 15: 2999-3005
5. Zhu G, Duffy DL, Eldridge A, Grace M, Mayne C, O’Gorman L, Aitken JF, Neale M.C., Hayward, N.K., Green, A.C., Martin, N.G. (1999). A major quantitative-trait locus for mole density is linked to the familial melanoma gene CDKN2A: a maximum-likelihood combined linkage and association analysis in twins and their sibs. Am. J. Hum. Genet. 65: 483-492
6. Aitken, J., Welch, J., Duffy, D., Milligan, M., Martin, N., Green, A., and Hayward, N.K. (1999). CDKN2A Mutations and Polymorphisms and Melanoma Risk in a Population-Based Sample of Queensland Families with Cutaneous Melanoma. J. Natl. Cancer Inst. 91: 446-452.
7. Palmer, J.S., Duffy, D.L., Box, N.F., Aitken, J.A., O’Gorman, L.E., Green, A.C., Hayward, N.K., Martin, N.G. and Sturm, R.A. (2000). MC1R polymorphisms and risk of melanoma: is the association explained solely by pigmentation phenotype? Am. J. Hum. Genet. 66: 176-186
8. Bittner M, Meltzer P, Chen Y, Jiang Y, Seftor E, Hendrix M, Radmacher M, Simon R, Yakhini Z, Ben-Dor A, Dougherty E, Wang E, Marincola F, Gooden C, Lueders J, Glatfelter A, Pollock P, Gillanders E, Leja D, Dietrich K, Berens C, Alberts D, Sondak V, Hayward, N.K., and Trent J. (2000) Molecular Classification of Cutaneous Malignant Melanoma by Gene Expression Profiling. Nature 406: 536-540.
9. Goldberg EK, Glendening JM, Karanjawala Z, Sridhar A, Walker GJ, Hayward NK, Rice AJ, Kurera D, Tebha Y, Fountain JW. (2000). Localization of Multiple Melanoma Tumor-Suppressor Genes on Chromosome 11 by Use of Homozygosity Mapping-of-Deletions Analysis. Am J Hum Genet. 67: 417-431
10. Box, N., Duffy, D., Chen, W., Stark, M., Martin, NG, Sturm, R., Hayward, N.K. (2001). MC1R genotype modifies risk of cutaneous malignant melanoma in families segregating CDKN2A mutations. Am. J. Hum. Genet. 69: 765-773.
11. Walker G. and Hayward, N.K. (2002). Pathways to melanoma development: lessons from the mouse. J. Invest. Dermatol. 119:783-792.
12. Walker G. and Hayward, N.K. (2002). The p16INK4A and p14ARF tumour suppressors in melanoma: lessons from the mouse. Lancet 359: 7-8.
13. Bishop DT, Demenais F, Goldstein AM, Bergman W, Newton Bishop J, Bressac de Paillerets B, Chompret A, Ghiorzo P, Gruis N, Hansson J, Harland M, Hayward N.K., Holland EA, Mann GJ, Mantelli M, Nancarrow D, Platz A, Tucker MA and The Melanoma Genetics Consortium. (2002). Geographical variation in the penetrance of CDKN2A mutations for melanoma. J. Natl. Cancer Inst. 94:894-903.

14. Kefford R, Bishop JN, Tucker M, Bressac-de Paillerets B, Bianchi-Scarra G, Bergman W, Goldstein A, Puig S, Mackie R, Elder D, Hansson J, Hayward N.K., Hogg D, Olsson H. (2002). Genetic testing for melanoma. Lancet Oncol. 3:653-654.
15. Whiteman DC,  Zhou X-P, Cummings MC, Pavey S, Hayward, N.K., and Eng C. (2002). Nuclear PTEN expression and clinicopathologic features in a population-based series of primary cutaneous melanoma. Int. J. Cancer. 99: 63-67
16. Youl, P., Aitken, A., Hayward, N.K., Hogg, D., Liu, L., Lassam, N., Martin, N., Green, A. (2002). Melanoma in adolescents: a case-control study of risk factors in Queensland, Australia. Int. J. Cancer. 98: 92-98
17. Pollock, P.M., Harper, U., Hansen, K., Yudt, L., Stark, M., Moses, T., Robbins, C., Hostetter, G., Wagner, U., Kakareka, J., Salem, G., Pohida, T., Heenan, P., Duray, P., Hayward N.K., Kallioniemi, O., Trent, J. and Meltzer, P. (2003). BRAF mutations in nevi implicate activation of MAPK pathway in initiation of melanocytic neoplasia. Nature Genet. 33: 19-20.

18. Armes J., Vajdic C., Kricker A., Aitken J., Armstrong B., and Hayward N.K. (2003). Chromosomal gains and losses in ocular melanoma detected by comparative genomic hybridisation in an Australian population-based study. Cancer Genet. Cytogenet. 144: 12-17.
19. Whiteman DC, Watt P, Purdie DM, Hughes MC, Hayward NK, Green AC. (2003). Melanocytic nevi, solar keratoses, and divergent pathways to cutaneous melanoma. J. Natl. Cancer Inst. 95: 806-812.
20. Gillanders E, Hank Juo SH, Holland EA, Jones M, Nancarrow D, Freas-Lutz D, Sood R, Park N, Faruque M, Markey C, Kefford RF, Palmer J, Bergman W, Bishop DT, Tucker MA, Bressac-De Paillerets B, Hansson J, Stark M, Gruis N, Bishop JN, Goldstein AM, Bailey-Wilson JE, Mann GJ, Hayward N, Trent J (2003) The Lund Melanoma Study Group; The Melanoma Genetics Consortium. Localization of a Novel Melanoma Susceptibility Locus to 1p22. Am J Hum Genet. 73: 301-313.
21. Walker G, Indsto J, Sood R, Hu P, Duray P, Trent J, Mann G, Hayward, N.K. (2004). Deletion mapping suggests the 1p22 melanoma susceptibility gene is a tumor suppressor localized to a 9 Mb interval. Genes Chromosomes Cancer. 41: 56-64.

22. Duffy DL, Box NF, Chen W, Palmer JS, Montgomery GW, James MR, Hayward NK, Martin NG, Sturm RA. (2004) Interactive effects of MC1R and OCA2 on melanoma risk phenotypes. Hum. Mol. Genet. 13:447-461
23. Pavey S, Johansson P, Packer L, Taylor J, Stark M, Pollock PM, Walker GJ, Boyle GM, Harper U, Cozzi S-J, Hansen K, Yudt L, Schmidt C, Hersey P, Ellem KAO, O’Rourke MGE, Parsons PG, Meltzer P, Ringnér M, Hayward NK. (2004). Microarray expression profiling in melanoma reveals a BRAF mutation signature. Oncogene.  23:4060-4067
24. Tonks ID, Hacker E, Irwin N, Muller KH, Keith P, Mould A, Zournazi A, Pavey S, HAYWARD NK, Walker GJ, Kay GF (2005). Mice with conditional deletion of Rb1 have normal melanocytes and pigmentation. Pigment Cell Res. 18: 252-264
25. Molven A, Grimstvedt MB, Steine SJ, Avril M-F, HAYWARD NK, Akslen LA. (2005). A large Norwegian family with inherited malignant melanoma, multiple atypical nevi and CDK4 mutation. Genes Chromosomes Cancer. 44: 10-18
26. James MR, Roth R, Shi MM, Kammerer S, Nelson MR, Stark MS, Dumenil T, Montgomery GW, Hayward NK, Martin NG, Braun A, Duffy DL. (2005). Polymorphisms of the BRAF gene and risk of melanocytic neoplasia. J. Invest. Dermatol. In press
27. Hacker E, Irwin N, Muller KH, Broome Powell M, Kay GF, Hayward NK, Walker GJ (2005). Neonatal ultraviolet radiation exposure is critical for malignant melanoma induction in pigmented TPras transgenic mice. J. Invest. Dermatol. In press
C. Research Support.

Ongoing Research Support 

NIH, D. Whiteman (PI), P. Drew, D.Gotley, A. Green, N. Hayward, G. Jamieson, P. Parsons, S. Pavey, D. Purdie, M. Smithers, D. Watson, P. Webb 2003 - 2007 

Barrett’s esophagus, gastroesophageal reflux disease and adenocarcinoma of the esophagus.

The aim of this molecular epidemiology study is to determine genetic and environmental risk factors underlying the development of esophageal adenocarcinoma and its precursor lesion Barrett's esophagus.

Role: Co-investigator

NHMRC G.F. Kay (PI) and N. Hayward 2005-2007

Transcriptional targets of the MEN1 tumour suppressor in endocrine cancer.
This project aims to use gene expression profiling of murine endocrine tumours to identify the target genes regulated by the transcriptional co-repressor menin. 
Role: Co-Investigator
ARC N. Hayward (PI) and G.F. Kay 2005-2007

The function of menin in mammalian development. 

This project aims to use gene expression profiling of mouse embryos to elucidate the role of the transcriptional co-repressor menin during mammalian development. 
Role: Principal Investigator
Completed Research Support (last 3 years)

NIH, N. Hayward (PI), N. Martin, A. Green, R. Sturm, J. Aitken, D. Duffy, G. Walker, N. Box, V. Siskind, D. Purdie, D. Whiteman 2002 - 2006 

Pathways from genotype and environment to melanoma.

The aim of this molecular epidemiology project is to determine genetic and environmental risk factors for the development of melanoma in population-based series of cases.

Role: Principal Investigator
NHMRC, A. Green (PI), P. Parsons, N. Hayward, P. Webb, D. Purdie, D. Whiteman 2002 - 2006 

Towards cancer control: population and molecular strategies. 

The aim of this molecular epidemiology program is to determine genetic and environmental risk factors for the development of ovarian and esophageal cancer in the Australian population.

Role: Co-investigator

QCF, N. Hayward (PI) 2005-2006

Identification of novel tumour suppressor genes in melanoma using array-CGH. 

This project aims to use array-based comparative genomic hybridization on a panel of melanoma cell lines to identify and characterize novel oncogenes and tumour suppressor genes.

Role: Principal Investigator

Queensland Cancer Fund (QCF), K. Loffler (PI) and N. Hayward 2005-2006
Molecular mechanisms of insulinoma development. 

We have developed both total and tissue-specific knockout mice for the Men1 gene as models of multiple endocrine neoplasia type 1. Here we will use gene mutation and expression profiling to characterize the molecular events associated with insulinoma development.

Role: Co-Investigator

QCF, G. Walker, I. Tonks, S. Pavey, N. Hayward and G. Kay (PI) 2003 - 2004

Delineation of the key molecular events that underlie melanoma development.

The aim of this project was to use mouse models to investigate the molecular pathways and key genes associated with melanoma development.
Role: Co-investigator
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