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News from the SMR   
 
David E. Fisher (President of SMR) 
 
Happy Summer from the SMR!   
 
We hope our SMR membership is enjoying a happy mix of summer work and 
pleasure. 
We came away from our extremely successful Annual Meeting in Sapporro  with 
energy and excitement. We heard and saw a huge body of impressive laboratory 
and clinical science presented. The meeting, organized by Dr. Kowichi Jimbow 
was held in conjunction with our colleagues from the International Pigment Cell 
Society, thus offering a rich combination of studies focusing on both benign and 
malignant conditions involving melanocytes. Major progress on numerous fronts 
was clearly evident, and it was exciting to observe the number of novel cutting 
edge technologies being applied to melanocytes and melanoma. We saw a striking 
increase in the number of new melanoma researchers, many of whom are joining 
our effort due to the unique opportunities offered by studying a cell system 
with such rich genetic opportunities across numerous species, and whose 
malignancy is increasingly revealing its molecular underpinnings. Both in the 
preclinical and clinical spheres, the world of melanoma research has never been 
so exciting!  
 
Plans are now well underway for our 2009 International Melanoma Congress, 
which will be held in Boston. The meeting is being co-organized by Drs. Stephen 
Hodi, Jeffrey Sosman, and myself (David Fisher). The meeting will bring 
together another exceptional international collection of researchers focused on 
both laboratory and clinically based research questions. The meeting is 
scheduled to take place shortly after the Red Sox win the 2009 World Series 
(just kidding…well maybe not) and should provide an energizing opportunity to 
hear from melanoma researchers worldwide as well as scientists/clinicians from 
the Boston research community. 
 
An exciting event which has occurred within recent months is the formal 
adoption of the journal Pigment Cell and Melanoma Research (PCMR) as the 
official scientific publication of SMR. Beginning in 2009, SMR membership dues 
will include a highly discounted subscription to the journal. In addition, the next 
Editor-in-Chief of PCMR has been elected. We are delighted to announce that 
Dr. Ze’ev Ronai from the Burnham Institute will take over the reins of PCMR 
from Dr. Colin Goding, who has done an outstanding job in raising the number and 
quality of manuscripts published in the journal. Its recently documented jump in 
Impact Factor is a testament to this success, and we anticipate continued 
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growth of the journal. We strongly encourage all of our SMR members to submit 
their research findings to PCMR. The journal offers rapid, fair peer-review, and 
guaranteed exposure to the broad melanoma and melanocyte research 
communities, as well as an increasing number of clinical researchers. 
 
We are also pleased to report the success of an initiative which was undertaken 
at the Sapporro Meeting on the topic of Indoor Tanning. Some of you may recall 
that I decided to scrap the research component of my opening address, focusing 
instead on the striking advertising blitz from the Indoor Tanning industry, which 
unabashedly suggests dominantly healthful benefits of ultraviolet radiation while 
implying that connections to melanoma risk are “hype.” We obtained over 500 
signatures from members of the melanoma research community worldwide on a 
decisively worded petition, vigorously arguing these points. The petition has been 
delivered to officials at the Food and Drug Administration who oversee 
regulatory aspects of the Tanning Bed industry, and it is also being delivered to 
certain members of the United States Congress where it has already been 
entered into the Congressional Record. It presents an enormously important 
statement from the scientific/research community which is of great relevance 
to the public health. In this huge effort we express our gratitude to Randy 
Lomax and the leadership of the Melanoma Research Foundation, which has 
strongly supported the initiative in multiple concrete ways. While SMR is 
comprised of an impressive scientific and clinical membership, the opportunity to 
work closely with advocacy groups (magnificently represented by MRF) offers a 
great opportunity for us to garner moral and financial support for our research 
efforts, while keeping open the lines of communication with this group of 
energetic and highly effective advocates for our cause. In addition, multiple 
local melanoma research societies throughout the world have shared the petition 
with their memberships.  
 
As summer provides its peak temperatures (for those of us in the Northern 
Hemisphere), as well as its peak UV exposure, we send our best wishes for an 
enjoyable season of relaxation and fun, coupled to continued progress in our 
collective fight against melanoma. 
 
Best wishes, 
David 
 
David E. Fisher MD, PhD 
President, Society for Melanoma Research 
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Recent development in melanoma research (review 
on literature) 

 
Research highlights (Meenhard Herlyn) 
 
The challenge of the riches 
 
Melanoma is the human tumor with the most cell lines available experimental 
studies. A few years ago I estimated that approximately 3,000 cell lines have 
been established,  most of these in less than a dozen laboratories, which used 
them for their immunological or biological work. In contrast, the prostate cancer 
field, for example, has been working with three cell lines for decades and the 
entire community may not have more than a dozen available. PC-3 or DU 145 
prostate cancer cell lines exist therefore in many varieties but there has been 
much discussion about their representation of prostate cancer. 
Laboratories experienced in tissue culture can establish melanoma cell lines 
from at least 50% of the specimens of metastatic lesions, with new media 
conditions as high as 80%. For primary tumors the percentage is lower, 
particularly in situ and non-tumorigenic RGP melanomas are rarely established. 
Such tumors are often also not available for experimental studies.  
The field has non-tumorigenic or poorly tumorigenic cell lines or they are highly 
tumorigenic and highly metastatic; some are pigmented, most are not; some have 
spindle morphologies, others are epithelioid; some grow in any media, others 
have more special requirements; most hate TPA, some even like it; some care 
about TGF-ß, others don’t; all grow in soft agar but at varying efficiencies. You 
need to find a melanoma cell line expressing your pet gene? Just screen a dozen 
or two and you find your ‘exception’. You need a highly invasive or migratory cell 
line? Easy. Just check a half dozen. 
There are true problems with the riches because if melanoma cells are so plastic 
that they can do almost anything, which should we choose to use for our work? 
If each of us uses the personal favorites, then it is difficult to compare the 
results between laboratories. Do cell lines represent the disease in its broad 
spectrum or are we all working on one variety and are we neglecting important 
sub-groups of the disease? How many cell lines are representative if we speak 
about melanoma? How much do they change during culture from early to late 
passage? 
 
Where do we go with this confusing array of lines and issues? There are no quick 
answers that fit for all of us nor can we expect solutions from single 
laboratories. Growing cells is like farming, you seed and you harvest but the 
quality control is tedious and very expensive. Distributing cells to other 
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laboratories is similarly cumbersome (because of the general MTA rules that 
most institutions have) and expensive, because you can never have enough QC 
(quality control). Giving out cells with contaminations of microorganisms or other 
cells is not only embarrassing but also a disservice to the community. However, 
even the most experienced labs are not immune from breaks in QC. 
 
What are the basics of QC? We have established these standards only recently 
and cannot yet claim to have them in place for all cell lines: 
1. Freeze small tumor specimen for reference 
2. Freeze early stock culture (maintained in absence of antibiotics) 
3. Maintain cell lines for 10-15 passages, then return to stock 
4. Test for mycoplasma every 4 to 6 months. Screen by PCR, if suspicious, 
confirm by culture 
5. Isolate DNA from cell line and PBL of same patient and perform 
fingerprinting to confirm identity. 
 
This work is not fundable through any grant I know of. But cell lines are 
workhorses and they should work hard for the community as a whole. We tried 
to give our cell lines to ATCC but melanoma is of little interest. We have now an 
agreement with a non-profit organization (Coriell Institute) to take over the 
most popular lines because we were overwhelmed with requests. However, the 
process will take several more months and the fee structure for those 
requesting the lines is not clear. However, we need to lighten out burden. 
 
The community needs to be more selective on the genetic signature of the cell 
lines. For example, most (>75%) workhorses are mutant in BRAFV600E whereas 
the wildtype BRAF cell lines are often not included in any studies. Thus we need 
clear registries for the most common cell lines regarding a dozen genes most 
frequently mutated in melanoma. Our colleague Kate Nathanson from Penn has 
taken on the task of sequencing our lines.  We don’t want to work with more 
‘BRAFomas’ but we need a battery of cell lines that are representative of all 
melanomas. What about SK-Mel-28 or A375, which are among the most 
commonly used cell lines? These are sequenced too, not just by us, but several 
labs. We need a registry. We need more than a dozen genes sequenced. We need 
the entire genome atlas for melanoma. Not just for a few lines but of hundreds 
of specimens. 500 would be the magic number, I am told to better weed out the 
noise and find the critical needles in the haystack. 
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Genetic Epidemiology (Maria Teresa Landi) 
 
Novel findings in pigmentation genes that can affect risk of melanoma and other 
skin cancers. The key physiological role of skin pigmentation is to absorb 
ultraviolet radiation, which can cause sunburn and increase the risk of skin 
cancer (1). Variation in pigmentation among individuals is thought to be linked to 
the number of melanosomes (subcellular compartments of melanocytes that 
synthesize and store the light-absorbing melanin), the type of melanin (either 
the black-brown colored eumelanin or the red-yellow colored pheomelanin), and 
the size and shape of the melanosomes. Variation in pigmentation is due to 
inherited traits (2), as candidate gene analyses in pigmentation genes across 
populations have shown, particularly for MC1R (3). 
With the availability of the entire human genomic sequence in 2001 (4,5),  the 
identification of millions of single-nucleotide polymorphisms (SNPs) across the 
genome (6), and the development of high-throughput genotyping technologies, we 
have now the tools to investigate the genetic components controlling human skin 
pigmentation with use of a high-density genome-wide association study (GWAS). 
Recent GWAS confirmed the role of known candidate genes and unveiled novel 
previously unsuspected genes involved in pigmentation variation. Moreover, some 
GWAS went on to ask whether the genetic variation affecting pigmentation 
could also result in increased susceptibility to melanoma or other skin cancers.  
Specifically, the study of Stokowski et al. (7) analyzed over 1 million SNPs in 
pooled samples from a population of 737 individuals of South Asian descent, with 
both parents or all four grandparents born in India, Pakistan, Bangladesh, or Sri 
Lanka, and replication in an independent sample of 231 individuals also of South 
Asian descent. Polymorphisms in three genes—SLC24A5, TYR, and SLC45A2—
yielded highly significant replicated associations with skin-reflectance 
measurements, a standardized measurement of skin color, and collectively 
accounted for a large fraction of the natural variation of skin pigmentation in 
this population.  
Variants in SLC24A4 (from the same family of the SLC24A5 gene identified in 
South Asians) and variants in IRF4 were found in association with hair color and 
skin color in another multi-stage GWAS including overall more than 10,000 
individuals of European ancestry from the United States and Australia (8).  
The same SLC24A4 emerged also in another GWAS conducted among 2,986 
Icelanders, with replication in a second sample of 2,718 Icelanders and a sample 
of 1,214 Dutch (9). In this study, the variant in SLC24A4 was associated with 
eye and hair color, while a variant near KITLG was associated with hair color, 
two coding variants in TYR (the same gene found to have a role in individuals 
from South Asian descent) were associated with eye color and freckles, and a 
variant on 6p25.3 was associated with freckles. The study also confirmed the 
role of OCA2 and MC1R in pigmentation variation.  
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The same investigators further expanded the original GWAS to include 5,130 
individuals from Iceland (10), with replication in additional 2,116 Icelanders and 
1,214 Dutch individuals.  In this extended analysis, two SNPs in TPCN2 were 
associated with hair color and one variant in ASIP was associated with skin 
sensitivity to sun, freckling and red hair color, similarly to what have been 
previously observed for individuals with variants in MC1R.  
In a further GWAS study (11) comprising 2,121 individuals with melanoma, 2,163 
individuals with basal cell carcinoma (BCC), and over 40,000 controls, a haplotype 
near ASIP was found to significantly affect the risk of developing melanoma 
(45% increased risk) and BCC (33% increased risk).  Also variants of the TYR 
and TYRP1 genes, originally found in association with eye color, conferred 
increased risk of skin cancer.  Interestingly, as previously observed for MC1R, 
variants in all three genes appeared to affect cancer risk independently or 
beyond the effect on pigmentation. 
The ASIP gene found in the Icelandic study, which encodes for a protein that 
interacts with MC1R, is located within a region of strong linkage disequilibrium 
on 20q11.22. This same locus was identified in association with risk of melanoma 
in another GWAS (12), conducted in pooled samples from 2,019 melanoma cases 
and 2,105 controls, all of European descent. The study estimated a 75% increase 
risk of melanoma per variant allele at this locus, and the risk appeared stronger 
in subjects who developed melanoma at younger age (<40 years old).  
Because a subset of true associations would be weakly associated with outcome 
in any given GWAS, and some true associations may be missed, multiple studies 
and large-scale replications are necessary for confirmation. The increasing 
evidences and convergence of similar susceptibility loci across the studies 
summarized here confirm the role of the pigmentation pathway involving MC1R, 
ASIP, TYR and TYRP1, and indicate that genes encoding calcium ion 
transporters, such as SLC24A4, SLC24A5 and TPCN2 are emerging as a family 
of pigmentation genes. Moreover, these results highlight the value of the 
genome-wide association approach for the detection of susceptibility factors 
and emphasize the importance of studying pigmentation for the identification of 
sequence variants predisposing to skin cancer.  And this is just the beginning: 
more is coming! 
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Meeting report 
 
The 5th International Melanoma Research Congress (IMRC) was jointly held 
by 20th International Pigment Cell Conference (IPCC) of International 
Federation of Pigment Cell Societies (IFPCS), which was 60th anniversary 
starting from the New York meeting. This conjoint meeting was sponsored by 
the Science Council of Japan, Japanese Society for Pigment Cell Research 
(JSPCR) and Japanese Skin Cancer Society (JSCS).  The Honorary governor was 
His Imperial Highness Prince Hitachi, who is a distinguished biologist and 
scientist working in the research field related to the pigment cells and 
melanoma. In the past IPCC has been held three times in Japan, but there has 
not been any international melanoma conference or congress held in Japan, 
except for US-Japan Melanoma Seminar that was organized by Kowichi Jimbow 
and Professor Atsushi Kukita in Tokyo in 1987.  In this meeting, we were very 
fortunate to have many attendants from 28 different countries in the world 
with the total number of the 530 participants, comprising 492 registrants and 
invited guests.   
The basic structure of this meeting was to have early breakfast and luncheon 
seminars and plenary sessions as well as poster discussions from day 2 (May 8, 
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Thursday) to day 6 (May 12, Monday).  These sessions were held daily from 7:30 
to 18:30.  In the evening, there were also many scientific and social programs 
which included clinical pathological conference, satellite meetings, tour to 
Sapporo Beer Garden and banquet/ award ceremony.   
Day 1 (Wednesday, May 7) started from council meetings of regional societies 
and registrations.  Also, welcome reception was held from 19:00.  On day two, 
the opening ceremony of IPCC/IMRC conjoint meeting was held from 8:45-9:05 
and a significant number of people attended to this ceremony. In the ceremony 
congratulatory addresses were given by the vice-president of Science Council of 
Japan and vice governor of Hokkaido. His Imperial Highness Prince Hitachi was, 
however, not able to attend this ceremony because the Prime Minister of China 
visited Tokyo at this time, and his message was read by Kowichi Jimbow on 
behalf. In addition, congratulatory message by the Prime minister of Japan, 
Yasuo Fukuda was read.  Following this ceremony, four opening keynote speeches 
were given, including those by the president of IFPCS and the president of 
SMR, Zalfa Abdel-Malek and David Fisher respectively.  In addition, Thomas B. 
Fitzpatrick memorial lecture, sponsored by American Skin Association, was given 
by Martin Mihm. Kowichi Jimbow also gave a keynote speech as the presidential 
address of this conjoint meeting.   
In the early bird breakfast seminars and luncheon seminars, there were many 
scientific topics which covered melanoma. They included melanoma prevention 
and chemotherapy, photobiology and photo-protection of melanoma, melanoma 
micro-environment as regulator of melanocyte transformation and melanoma 
progression, melanocyte stem cells as model to study stem cell biology, diagnosis 
of pigment lesions in the image technology, interferon and melanoma, sun light 
and epigenetics of melanoma, laser treatment of benign and malignant lesions, 
cellular response and protection against UV, and antioxidants for melanoma.   
The major topics for the plenary sessions included stem cell ontogeny in 
melanoma, molecular epidemiology of melanoma, microenvironment and 
angiogenesis of melanoma, melanoma progression and metastases. The major 
scientific topics in concurrent sessions included stress responses and cell 
signaling of melanoma, signaling cascade of melanoma, UVR, DNA repair and 
melanin pigmentation of melanoma, MITF in melanoma, molecular and surgical 
pathology of melanoma, immunobiology and immunotherapy of melanoma, 
melanoma models for genetics and familial melanoma, ocular and mucosal 
melanomas, dermoscopy and new development of visual diagnostic tools for early 
melanoma lesions, management of surgically and therapeutically difficult cases, 
clinical epidemiology of melanoma, genomics and proteomics of melanoma, 
epigenetics of melanoma, sentinel lymph nodes of melanoma, new melanoma risk 
markers and prognosis.   
On day 6, “hot topics” session was held to highlight the latest development of 
melanoma research, which included T-box factors in melanocytes and melanoma 
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by C D. Goding, clinical results and immunologic correlation with metastatic 
melanoma patients treated with ipilimumab by J D. Wolchok and new mouse 
model of BRaf-induced metastatic melanoma by M Macmahon. In addition, 
melanoma symposium was held in order to update the current achievement in 
melanoma clinical trials. They included current achievement in melanoma trials, 
target in KIT mutated melanoma, current achievement in melanoma clinical trails 
and drug development. The poster discussions were held daily and the total of 
133 posters were given.   
  This conjoint meeting could be a historical one as two societies, i.e., Society 
for Melanoma Research (SMR) and IFPCS have joined together to discuss the 
scientific progresses common to each other, dealing with pigment cells and 
melanoma.  In addition, two societies have merged together to publish a new 
journal “Pigment Cell and Melanoma Research” from 2008. The new editor of this 
journal, Ronai Ze’ev was introduced during the occasion of the banquet in this 
conjoint meeting. Thomas B Fitzpatrick medal was established to the best paper 
published in this journal and will be given to the principal investigator of the 
laboratory every three year. The editorial board is responsible for the selection. 
Heinz Arnheiter was nominated. This meeting could be the first “kick-off” to 
show the message as to how it is important for those scientists studying the 
common to each other to join together in order to better understanding and 
managing the diseases and cancers related to the common cells. Our meeting was 
specifically aimed to explore all the current advancements from both basic and 
clinical researches, and the major theme was “merger” of molecular biology with 
pigmentary diseases and malignant melanoma, translational research and 
preventive medicine. 
  The meeting was successfully closed on day 6 with farewell drink, to which a 
fairly large number of people also got together. We do hope that all the 
members and colleagues have had enjoyable and memorable stay in Sapporo by 
establish new and closer friendship with each other through this meeting.  
Lastly, once again we do appreciate to all the members of SMR who have 
attended this meeting and presented many interesting hot topics of melanoma 
research. We wish to express our sincere appreciation to SMR members for 
giving us an opportunity to host this conjoint meeting of pigment cell and 
melanoma research societies here in Sapporo.  
 
Kowichi Jimbow MD, PhD, FRCPC 
President of the Organizing Committee for 5th IMRC 2008 
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People in the SMR 
 

Work experience abroad : QIMR in Brisbane  (24.04.-02.11.2007) 

After the completion of their PhD many German young investigators want to 
collect experiences in an English speaking country. I had often discussed this 
point with my lab head Anja Bosserhoff to find my personal standpoint. For me, 
the reasons for the work abroad had to be balanced with reasons to stay in 
Germany. It was important for me to find a project abroad which would continue 
the areas of research of the German lab, otherwise I feared to have an 
unsuitable discontinuity in my curriculum vitae and in my publication list. 
Additionally, it was important to have a guarantee for a job waiting back in 
Germany. In this time of globalization, it is important to be familiar with the 
English language, to be in touch with and exchange ideas with other labs and to 
know the modality of lab organization abroad. Furthermore it is interesting to 
learn new methods and to built up your own collaborations.  
After clarifying all of my doubts, the only decision to be made was which 
research group would suit to my plans. 
After iterate E-Mail contact between Prof Nick Hayward (lab head of the 
Oncogenomics group at the QIMR) and Anja it was easily arranged that I travel 
to Brisbane/Australia between May 2007 to November 2007. I had the 
guarantee for a continuing contract in Germany and also had a suitable research 
project in Brisbane. This was perfect for my abroad plans. 
In Brisbane I have worked together with Dr. Glen Boyle from the Drug 
Discovery Group (lab head Prof. Peter Parson). The group is located directly at 
the G floor from the Queensland Institute of Medical Research (QIMR) where 
Nicks’ group also has their labs. Glen already had collaborations with Nick 
regarding melanoma research projects.  
Currently, QIMR is home to over 700 scientists, students and support staff in 
four research divisions - which include 44 separate laboratories - an indigenous 
Health Program, and a corporate division. Originally established to further the 
study of tropical diseases in North Queensland, QIMR has, over its 60 years' 
history, broadened its scope to include the immunological, biological and 
molecular basis of a wide range of infectious diseases, cancers and other 
disorders. The people of the Drug Discovery Group investigate MIC-1 as a new 
cytokine associated with the induction and progression of melanoma and they are 
interested in discovering prognostic and progression markers in head and neck 
and ovarian cancer, additionally, they develop substances of natural products 
active against human cancers.  
I had my own project in the group which dealt with a cell-cell adhesion molecule. 
This classical cadherin is down-regulated in melanoma cell lines and tissues. Most 
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of my experiments were carried out with melanoma cell clones where the 
cadherin had been re-expressed.  
After being back in Germany since November 2007 the collaboration with Peter 
Parsons’ group and Glen regarding the cadherin project and other lab-questions 
and advice works very well. It is fantastic for a young investigator to have own 
contacts in a group abroad and to be a little bit more unaffiliated. I´m enthused 
to discuss the project with my lab-head Anja and the group in Germany and also 
with Glen and the group in Australia. It is very interesting to hear different 
stand points for further analysis and to combine the experiences from both 
labs. The work in Brisbane was very successful and I hope we will publish our 
data about the classical cadherin in a few months. The upshot of the work 
experience abroad is very positive and recommended for every young 
investigator. 
 
 
Dr. Glen Boyle: 
It is always of great interest to us to have other researchers spend time in the 
lab, to learn the way that they do things in their labs at home.  In this case, it 
was a pleasure to host Silke during her time in Brisbane. She brought the 
wonderful enthusiasm found in a young investigator, and taught those in the lab 
a great deal.  The different ideas and approaches she brought were excellent.  
In her time here, she forever changed the way we do certain assays in the lab, 
as what she was taught and had learnt was better.  I look forward to continuing 
the collaboration with Silke and her group, and hope it continues to grow and 
flourish.  Who knows – I may make a trip to Regensburg one day soon! 
 

For members 
 
Message from the Treasurer’s Office: 
 
Dear valued members: 
 
The Society for Melanoma Research will be announcing some exciting changes 
and updates in 2008/2009. To help fund these new member benefits, SMR 
membership dues will be increasing by a modest $50 per year effective 1 
January 2009; however it will still include a complimentary subscription to the 
official journal of SMR, Pigment Cell and Melanoma Research (PCMR).  You can 
currently access the journal though the member’s section of our website: 
http://www.societymelanomaresearch.org   
 
New annual membership dues including your PCMR subscription: 
$175 / 1 year 
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$325 / 2 years (pay in advance to lock in this price) 
$450 / 3 years (pay in advance to lock in this price) 
 
SMR Membership Benefits include: 

 Complimentary annual subscription to PCMR (deeply discounted) 
 20% discount off of any Blackwell Publishing books and journals 
 Online job search engine 
 Member to Member networking online  
 Online grant opportunities search engine 
 Society newsletters with research updates 
 International Congress press releases 
 More benefits to be announced soon! 

 
Membership billing cycle:  
Effective with the increase in dues, all members will be invoiced on the new 
universal billing cycle of January-December.  Your first invoice will arrive no 
later than 1 December 2008 for the 2009 membership.  Any portion of your 
dues paid previously to 1 September 2008 will be prorated for members who 
already renewed this year or whom may be currently paid beyond December 
2008.  To ensure SMR activities continue to grow, we are pleased to have 
brought on board the Site Solutions Worldwide management team, which has 
previously worked successfully with us on SMR meeting organization. We will 
begin by streamlining the membership dues payment and benefit reconciliation.  
Your current membership status can be reviewed at anytime with them and all 
future payments or requests for more information can be directed through their 
office.  
 
We greatly appreciate your membership in SMR and will work to strengthen and 
improve the Society in every way possible.  Suggestions are welcome at any time.  
Please post them as well as any other questions to Megan Kiessling at Site 
Solutions Worldwide, 866-374-6338 or megan@sitesolutionsworldwide.com.  For 
past payment information or other assistance, please email 
info@societymelanomaresearch.org. 
 

 
Upcoming meetings 
 
VIth International melanoma Congress, Boston, November 1 – 4 2009 
 



 14

 
 

 
 
Next Newsletter 
 
In November 2008  


